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. chrom - The name of the chromosome (e.g. chr3, chrY, chr2_random) or scaffold (e.g. scaffold10671).

. chromStart - The starting position of the feature in the chromosome or scaffold. The first base in a chromosome is numbered 0.

. chromEnd - The ending position of the feature in the chromosome or scaffold. The chromEnd base is not included in the display of the feature, however, the number in position format will

be represented. For example, the first 100 bases of chromosome 1 are defined as chrom=1, chromStart=0, chromEnd=100, and span the bases numbered 0-99 in our software (not 0-100),
but will represent the position notation chr1:1-100. Read more here.

chromStart and chromEnd can be identical, creating a feature of length 0, commonly used for insertions. For example, use chromStart=0, chromEnd=0 to represent an insertion before the
first nucleotide of a chromosome.

The 9 additional optional BED fields are:

4

10.
11
12.

. name - Defines the name of the BED line. This label is displayed to the left of the BED line in the Genome Browser window when the track is open to full display mode or directly to the left of

the item in pack mode.

. score - A score between 0 and 1000. If the track line useScore attribute is set to 1 for this annotation data set, the score value will determine the level of gray in which this feature is

displayed (higher numbers = darker gray). This table shows the Genome Browser's translation of BED score values into shades of gray:

shade
score in range < 166 167-277 278-388 389-499 500-611 612-722 723-833 834-944 > 945

. strand - Defines the strand. Either "." (=no strand) or "+" or "-".

. thickStart - The starting position at which the feature is drawn thickly (for example, the start codon in gene displays). When there is no thick part, thickStart and thickEnd are usually set to

the chromStart position.

. thickEnd - The ending position at which the feature is drawn thickly (for example the stop codon in gene displays).

. itemRgb - An RGB value of the form R,G,B (e.g. 255,0,0). If the track line itemRgb attribute is set to "On", this RBG value will determine the display color of the data contained in this BED

line. NOTE: It is recommended that a simple color scheme (eight colors or less) be used with this attribute to avoid overwhelming the color resources of the Genome Browser and your
Internet browser.

blockCount - The number of blocks (exons) in the BED line.
blockSizes - A comma-separated list of the block sizes. The number of items in this list should correspond to blockCount.

blockStarts - A comma-separated list of block starts. All of the blockStart positions should be calculated relative to chromStart. The number of items in this list should correspond to
blockCount.
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BED X # %) #4F 5 bedtools

* bedtoolsZ —#F# i 49beddg4E T B, T AL 3]5 yfﬂ”‘%‘?)ﬂi}?ﬁ‘é
o 2/ bed L4 %E (bedtoolsintersect) 'ffﬂ rep- #éw
o bedsUfF3R AR 44 474E A (bedtoolssort) ;
+ xtbed CHF#ATH K, F# (bedtoolsshift) ; fats pomster 122 ;—;_Lﬁ
* *fbed L AF#tATHEALAFHEL (bedtools random) ; fw — 090
o« ARIEFAEG9bed A AR AT ALIHAE  (bedtools shuffle)
it Fibed S X 3%, A rbat 3] #9reads#k  (bedtools coverage)

...... N k‘” oo ,ﬁi@rﬂ% yromeater ( BE1) )J_,

TAC-S
of et b, ATRETH

https://bedtools.readthedocs.io/en/latest/content/bedtools-suite. html 11
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« ENCODE#3% %&£
* https://www.encodeproject.org/expetiments/ENCSR617IFZ/

¢ CTCF repl BED

* https://www.encodeproject.org/files/ ENCFF684NDR/ (@ @download/ENCFF6
84NDR.bed.oz

+  CTCF rep2 BED
* https://www.encodeproject.org/files/ENCFF151CRB/ @(@download/ENCFF15
1CRB.bed.oz

« BEERRET R
* https://hgdownload.soe.ucsc.edu/goldenPath /hg38/chromosomes/
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o 2/ beds##x4%& (bedtoolsintersect) ;
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https.//bedtools.readthedocs.io/en/latest/content/bedtools-suite. html 13
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o bed X #-iiB kK 444745 (bedtoolssort) ;
o MrNX ¥ BED, X K4k E 4 fai

o stbed #3474 K, F# (bedtoolsshift) ;
 E AN A4FBED

https://bedtools.readthedocs.io/en/latest/content/bedtools-suite. html 14
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o Xtbed L #tATREALFHEL (bedtools random) ;
I N BED

o RIEIRAEGGbed A A A AT REALIRAE  (bedtools shuffle)
* BN BED, AF4KE X fai

https.//bedtools.readthedocs.io/en/latest/content/bedtools-suite. html 15
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o it Hbed X B A bt 5] #9reads#  (bedtools coverage)
s I AXf: BED, BAM

https.//bedtools.readthedocs.io/en/latest/content/bedtools-suite. html 16
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Thanks for your attention!
And see you next time!




